The possibility of missing or incomplete data is often ignored when describing statistical or machine learning methods, but as it is a common problem in practice, it is relevant to consider. A popular strategy is to fill in the missing values by imputation as a pre-processing step, but for many methods this is not necessary, and can yield sub-optimal results. Instead, appropriately estimating pairwise distances in a data set directly enables the use of any machine learning methods using nearest neighbours or otherwise based on distances between samples. In this paper, it is shown how directly estimating distances tends to result in more accurate results than calculating distances from an imputed data set, and an algorithm to calculate the estimated distances is presented. The theoretical framework operates under the assumption of a multivariate normal distribution, but the algorithm is shown to be robust to violations of this assumption. The focus is on numerical data with a considerable proportion of missing values, and simulated experiments are provided to show accurate performance on several data sets.
Introduction
In many real world machine learning tasks, data sets with missing values (also referred to as incomplete data) are all too common to be easily ignored. Values could be missing for a variety of reasons depending on the source of the data, including measurement error, device malfunction, operator failure, etc. However, many modelling approaches start with the assumption of a data set with a certain number of samples, and a fixed set of measurements for each sample. Such methods can not be applied directly if some measurements are missing. Simply discarding the samples or variables which have missing components often means throwing out a large part of data that could be useful for the model. It is relevant to look for better ways of dealing with missing values in such scenarios.
If the fraction of missing data is sufficiently small, a common pre-processing step is to perform imputation to fill in the missing values and proceed with conventional methods for further processing. Any errors introduced by inaccurate imputation may be considered insignificant in terms of the entire processing chain. With a larger proportion of measurements being missing, errors caused by the imputation are increasingly relevant, and the missing value imputation can not be considered a separate step. Instead, the task should be seen from a holistic perspective, and the statistical properties of the missing data should be considered more carefully. In the current scenario, the interest lies in modelling data sets with a considerable fraction of missing data, and one cannot afford to discard the incomplete samples. The focus is on cases where there is such a significant amount of data missing compared to the data available, that it is not conceivable to fully estimate the distribution of the data. Instead, the only statistics we can hope to accurately estimate are the mean and covariance.
In this paper, the particular problem of estimating distances between samples in a numerical data set is studied. Assuming that data is Missing-at-Random (MAR) [20] -i.e., the probability of a particular measurement being missing is independent of the value it would have taken -and that the samples originate from some probability distribution, statistical techniques are applied to find an expression for the expectation of the squared Euclidean distance between samples. A specific algorithm is presented to calculate such estimates of all the pairwise distances in a data set with missing values. The theoretical framework operates under the assumption of a multivariate normal distribution, but the algorithm is shown to be robust to violations of the assumptions concerning the distribution of data.
Being able to appropriately estimate distances between samples, or between samples and prototypes, in a data set with missing values has numerous applications. It directly enables the use of several standard statistical and machine learning methods which are based only on distances and not the direct values, e.g.: nearest neighbours (k-NN) [28] , multidimensional scaling (MDS) [9] , support vector machines (SVM) [6] , or radial basis function (RBF) neural networks [3] . The algorithm presented in this paper, when used as a preprocessing step, directly allows the user to apply such methods to their data, without having to separately tweak the methods to explicitly handle cases with missing data. While there are methods to fill in missing values, directly estimating the distance matrix from the data is more reliable than calculating distances from the imputed data since the uncertainty of the missing data can be accounted for, as evidenced by the derivation and experiments in this paper.
The sequel of this paper is structured so that Section 2 reviews related approaches for dealing with missing data. The justification and description of the proposed algorithm is presented in Section 3, and Section 4 contains the experimental results of simulations comparing the algorithm to alternative methods.
Related work
Data sets with missing data have been extensively studied from the perspectives of machine learning and statistics -see, e.g., [20] for an overview, or [13] for an analysis on the effect of imputation on classification accuracy. Generally learning with numerical data and missing attribute values has focused on filling in the missing values. A simple method of imputation by searching for the nearest neighbor among only the fully known patterns can be effective when only a few values are missing [16, 17] , but is ineffective when a majority of the data samples have missing components. An improved approach is incomplete-case k-NN imputation (ICkNNI) [29] , which searches for neighbours among all patterns for which a superset of the known components of the query point are known. This still fails in high-dimensional cases, or with a sufficiently large proportion of missing data. A more intricate method where multiple nearest neighbours are considered, and a model is separately learned for each incomplete sample, is presented in [30] . Another variation is to restrict the search to certain samples or attributes according to specified rules, as in the "concept closest fit" [14] and "rough sets fit" [19] methods. One possibility for integrating the imputation of missing values with learning a prediction model is presented in the MLEM2 rule induction algorithm [14] .
The problem of directly estimating pairwise distances is, however, less studied. Previous approaches for estimating distances in data sets with missing values generally involve imputing the missing data with some estimates, and calculating distances from the imputed data. This technique severely underestimates the uncertainty of the imputed values. Estimating the distances directly leads to more reliable estimates as the uncertainty can also be considered.
A simple and widely used method for estimating distance with missing values is the Partial Distance Strategy (PDS) [10, 15] . In the PDS, an estimate for the squared distance is found by calculating the sum of squared differences of the mutually known components, and scaling the value proportionally to account for the missing values. This approach has a tendency to underestimate distances, as it ignores the general variability of the data, and only takes into account the locally known components. Also, if two samples have no common components, the output of this strategy is undefined. The PDS has been used for nearest neighbour search in order to estimate mutual information [11] .
The multiple imputation [24] paradigm has been proposed as another solution to naturally account for the uncertainty. It still requires that some model is fit to the data, so that the imputation can be generated from the posterior distribution and is thus non-trivial to conduct appropriately in practice [12, 25] .
In a specific case of an entropy-based distance measure [5] , the authors propose that the distance to an incomplete sample can be estimated as the mean distance after the missing value is replaced by random draws. However, the missing value is successively replaced by the corresponding attribute from every specified sample, ignoring any dependence to the observed attributes of the incomplete sample.
Finding distances from each sample to some prototype patterns (where the prototypes have no missing values) has been conducted by ignoring those components which are missing for the query pattern. Such distances from the same query point to different prototypes are comparable, and this strategy has, for instance, been used successfully with self-organising maps (SOM) [7] . However, if a prototype has a very extreme value for a component which the query point is missing, the distance will be underestimated.
Theory and description
An important consideration when dealing with missing data is the missingness mechanism. We will assume that a missing value represents a value which is defined and exists, but for an unspecified reason is not known. Following the conventions of [20] , the assumption here is that data is Missing-at-Random (MAR):
i.e., the event of a measurement being missing is independent from the value it would take, conditional on the observed data. The stronger assumption of Missing-Completely-at-Random (MCAR) is not necessary, as MAR is an ignorable missingness mechanism in the sense that, for instance, maximum likelihood estimation still provides a consistent estimator [20] .
The expected squared distance
In the following, we consider data vectors x i , x j ∈ R d with components denoted by x i,l , x j,l for 1 ≤ l ≤ d, and focus on calculating the expectation of the squared Euclidean (
2 ) distance between them:
Estimating the 2 -norm itself could be feasible, but due to the square-root, the expressions do not simplify and separate as cleanly, meaning that any computer implementation would be considerably more computationally demanding. Another motivation for directly estimating the squared distance is that many methods for further processing of the distance matrix actually only make use of the squared distances (e.g., RBF and SVM), while others only consider the ranking of the distances (nearest neighbours).
Given samples x i ∈ R d which may contain missing values, denote by M i ⊆ {1, . . . , d} the set of indices of the missing components for each sample x i . Partition the index set into four parts based on the missing components, and the expression for the squared distance x i −x j 2 can be split according to which attributes are missing for the two samples:
The first term here (l / ∈ M i ∪ M j ) is a sum over those components which are known for both samples, and hence this part of the sum can be calculated directly. The second term includes those components which are missing in x j , but not in x i . Correspondingly, the third term covers those attributes which are missing for x i but not x j . Any components missing in both x i and x j are in the final summation. Note that any of the sums may be empty, depending on the pattern of missing values. Now the missing values can be modelled as random variables, X i,l , l ∈ M i . Taking the expected value of the above expression with respect to these random variables, and using the linearity of expectation, the expression can be separated further:
To illustrate, we show the expansion of the second summation (l ∈ M j \ M i ):
The remaining cases are analogous, while in the final case, it is necessary to consider X i,l and X j,l to be uncorrelated, given the known values of x i and x j . It thus suffices to find the expectation and variance of each random variable separately, and it is not necessary to determine the full probability density.
If the original samples x i are thought to originate as independent draws from a multivariate distribution, the distributions of the random variables X i,l can be found as the conditional distribution when conditioning their joint distribution on the observed values. By this argument, finding the expected squared distance between two samples reduces to finding the (conditional on the observed values) expectation and variance of each missing component separately. Define x i to be an imputed version of x i where each missing value has been replaced by its conditional mean.
Define σ 2 i,l correspondingly as the conditional variance
With these notations, the expectation of the squared distance can conveniently be expressed as:
or, equivalently,
This form of the expression particularly emphasises how the uncertainty of the missing values is accounted for. The first term -the distance between imputed samples -already provides an estimate of the distance between x i and x j , but including the variances of each imputed component is the deciding factor.
The conditional mean and variance
Lacking specific knowledge about the distributions of the random variables denoting the missing components, the reasonable approach is to derive statistical estimates based on the available data. Assuming the samples are part of a collection of data, it is often useful to proceed from the assumption that the samples are drawn -i.i.d. -from some multivariate probability distribution. Estimating the distribution enables the calculation of the required conditional means and variances.
For a general distribution, finding the conditional mean and variance requires estimating the joint probability distribution, which is not feasible to conduct with any kind of accuracy in a high-dimensional space when the number of samples is limited, particularly when there is missing data.
To enable the following calculation, we consider the data to originate from a parametric distribution: the multivariate normal distribution. The normal distribution is ubiquitous, and can be used as a crude approximation for nearly any continuous distribution. By matching first and second moments, it can appreciably fit most distributions that are encountered in practice. The multivariate normal distribution maximises the differential entropy for a given variance-covariance structure [8, Thm. 8.6.5] , and is hence a natural choice to model an unknown distribution in accordance with the maximum entropy principle, as it maximises the uncertainty about the missing data. In other words, it minimises any assumptions of additional structure in the distribution. The distribution is fully defined by the mean and covariance matrix, so estimating these quantities is sufficient.
The conditional means and variances are straightforward to calculate in the case of the multivariate Gaussian. If the components of a multivariate normal random variable X are partitioned to X
(1) (the missing values) and X (2) (the known values), and the mean µ and covariance matrix Σ are similarly divided into µ (1) , µ (2) , Σ 11 , Σ 12 , Σ 21 , and Σ 22 :
is normally distributed with mean
and covariance matrix
as shown in [1, Thm. 2.5.1]. The conditional means and variances of each missing value are then found by extracting the appropriate element from µ 1 or the diagonal of Σ 11 . In the current scenario, it is not necessary to consider the full conditional joint distribution of the missing values, as only the mean and covariance are required. The theorem above specifically deals with Gaussian distributions. However, the conditional mean and covariance matrix given by Equations 8 and 9 are accurate for a somewhat larger class of distributions. In particular, the equations clearly hold exactly whenever all the variables are all mutually independent since the covariance matrix is diagonal -regardless of the distribution, as long as the variance of each variable is positive and finite. By extension, the equations also hold exactly if one set of variables conform to a multivariate Gaussian distribution, and the remaining variables are mutually independent, and independent of the variables in the Gaussian distribution. Furthermore, the equations appear to provide good approximations of the conditional mean and covariance for an even greater class of distributions. Hence, using these expressions as estimates of the conditional mean and covariance is justified and effective even if the data at hand is decidedly non-Gaussian. The accuracy achieved with this strategy in the simulations in Section 4 further supports the use of this procedure.
If the data does not follow a Gaussian distribution, the estimated expectations may not be accurate. In such cases, matching the mean and covariance will tend to lead to a Gaussian distribution which covers too large areas of the input space. The effect of this is that the conditional variance terms for any missing vales will tend to be too large, and that distances with high uncertainty (between samples with many missing values) will be overestimated rather than underestimated. In the context of a nearest neighbour search, this leads to a situation where errors are skewed towards minimising the number of false positives. This can be a desired effect of the estimation procedure, as small distances tend to be more important in practical situations, particularly in pattern recognition where the focus is on samples with high similarity. Often we are interested in finding samples which are most similar to other samples, and then false positives are a bigger problem than false negatives. Hence we feel that it is safer to overestimate distances, if we can not be accurate. Overall, the method is naturally the most accurate for data which resemble a multivariate normal distribution, but is still reasonably safe for any continuous distribution (in the sense of low false positives when identifying small distances).
Estimating the covariance matrix
Estimating the covariance matrix from a data set with missing values is non-trivial. The two basic approaches [20] are generally insufficient for the current purpose:
Available-case analysis (pairwise estimation of the covariances between variables) is not appropriate because even if the individual covariances are rather accurate, the covariance matrix as a whole is not estimated consistently. In particular, the resulting matrix is often not positive-definite. When solving a linear system using such a matrix, errors are amplified and the behaviour is not as expected. Estimating pairwise correlations instead of covariances, and rescaling by the individual variance of each variable, can in some cases lead to a better estimate for the covariance matrix, but does not completely avoid the problem.
Complete-case analysis (ignoring all samples with missing values) does provide a consistent estimate of the matrix as long as there are enough samples with no missing data. However, the quality of the estimate deteriorates rapidly with an increasing proportion of missing data.
On the other hand, maximum likelihood (ML)-estimation can provide accurate estimates of the covariance matrix, usable even for more than 50% of missing data. In [20] , it is described how the EM algorithm can be used to obtain the estimate. For the experiments in the next section, we choose to use a standard referenced implementation. The ECM (expectation conditional maximisation) method is applied as provided in the MATLAB Financial Toolbox [21] , which implements the method of [22] with some improvements by [27] . Although the maximum likelihood framework is based on a model of normally distributed data, non-normal data has been found to have a negligible impact on the accuracy of the estimated parameters [12] .
Proposed algorithm
Based on the previous arguments, we propose an algorithm to calculate the Expected Squared Distances (ESD) pairwise between samples. Find the conditional mean by
4. Create x i from x i by replacing the missing values by values from µ 1 5.
Find the conditional covariance matrix by
Calculate the sum of the diagonal of Σ 11 and set s
Find the squared distance between x i and x j as
Add the sum of the conditional variances of the missing values,
Output: The matrix P with elements P ij of estimates of the pairwise expected squared distances.
The computational complexity of the first loop is at most O(M d 3 ), depending on the particular way of handling the inverse of Σ 22 . The complexity of the second loop is O(N 2 d), equivalent to finding the pairwise distances in a data set with no missing values.
As the algorithm calculates the expected mean and variance of each missing value, as a side-effect the user obtains an imputed version of the data set, which can be useful in some applications, for instance for initialising prototype patterns in certain machine learning methods.
The algorithm trivially extends to some other scenarios, such as finding the distances from a set of samples to a set of prototypes.
Special case: independent variables
If the components are known to be independent (or can be assumed to be), the situation becomes much simpler as the conditional means and variances of the missing data do not depend on the observed components of the samples. Hence it is enough to separately estimate the mean and variance of each variable, and form x i,l and σ 2 i,l using those:
. Any other assumptions about the distributions of the variables are not necessary. No matrix inversion is required, and as a result, this alternative method is computationally lighter and significantly faster, although generally inaccurate in any interesting cases.
Extension to weighted distances
The procedure can be extended to any weighted Euclidean distance, such as the Mahalonobis distance, or any such distance weighted by a positive definite matrix S −1 . First, find the Cholesky decomposition
Then:
Now, using the conditional covariance matrix Σ 11 corresponding to the sample x i ,
Here the conditional covariance matrix from Eq. 9 is used, and L is a matrix formed from L by retaining only those rows corresponding to indices in M i and L l is the lth column of L . Hence for the Mahalonobis case, the expected squared distance can be written as
where
3.7. Using the estimated distances to form a kernel matrix A common use of pairwise distances is for kernel methods, which can be formulated in terms of a suitable kernel matrix representing the inner products between the samples in an unspecified higher-dimensional space. This is known as the kernel trick, as the projection to the higher space does not need to be formulated explicitly. Several of these kernel matrices can be formulated in terms of only the distances between samples, in particular the Gaussian radial basis function K(x, y) = exp(− x − y 2 ), which is one the most popular choices for a kernel function. These kernel methods include many well known algorithms, such as support vector machines [6] , Gaussian process [4] , radial basis function neural networks [3] , kernel principal component analysis [26] , kernel Fisher discriminant analysis [23] , and kernel canonical correlation analysis [18] . A critical requirement is that the kernel matrix is positive definite. Hence it is of interest to show that using the matrix of estimated pairwise distances indeed results in a positive definite kernel matrix.
The distances estimated by the algorithm can be seen as conventional Euclidean distances after embedding the data to a higher-dimensional (d + N -dimensional) space in a specific way:
• The first d components as per x i,l in Equation 4.
• Each point x i is offset by s i in a direction orthogonal to everything else Calculating the squared Euclidean distance between points x i and x j in this space exactly leads to Equation 7. As the matrix of estimated pairwise distances is equal to a matrix of pairwise distances (in another space), the kernel matrix will be positive-definite for any appropriate kernel function.
This interpretation of the estimated distances also ensures that most other properties of distances, such as the triangle inequality, also apply to the estimated distances.
Experimental results
To study the performance of the algorithm, some simulated experiments are conducted to compare the proposed algorithm to alternate methods on several data sets with three different performance criteria. Starting with a complete data set, values are removed at random with a fixed probability. As the true distances between samples are known, the methods can then be compared on how well they estimate the distances after values have been removed. The probability of values being missing is gradually increased from 1% to 70%.
Data
Nine different data sets are selected from the UCI Machine Learning Repository [2] . To make distances meaningful, the variables in each data set are standardised to zero mean and unit variance. As the problem of pairwise distance estimation is unsupervised, the labels for the samples are ignored. The data sets in order of increasing dimensionality: These data sets are chosen to be representative of common machine learning tasks, while being varied in terms of dimensionality and structure. The samples in the data sets are distributed in different ways, but decidedly do not correspond to multivariate Gaussian distributions.
Methods
A total of four different methods are compared:
PDS The Partial Distance Strategy [10, 15] . Calculate the sum of squared differences of the mutually known components and scale to the missing components:
For samples which have no common known components, the method is not defined. For such pairs, the average of the pairwise distances which were possible to estimate is returned instead.
ESD The Expected Squared Distances as calculated by the proposed algorithm presented in Section 3.4.
The square root of the result is used to get an estimate of the distance. In the notation of Eq. 7
Regression imputation Imputation by the conditional expectation of Eq. 8. This is equivalent to leastsquares linear regression, if the covariance matrix and mean were exactly known.
ICkNNI Incomplete-case k-NN imputation [29] . An improvement of complete-case k-NN imputation, here any sample with a valid missingness pattern is viable nearest neighbour. In accordance to the suggestions in [29] , up to k = 5 neighbours are considered (if there are enough). The imputation fails whenever there are no samples with valid missingness patterns. For such cases, the missing value is imputed by the sample mean for that variable.
The algorithm introduced in this paper outputs an estimate of the distance for any possible case of missing patterns, so no fall-back is needed. The ECM algorithm in Matlab is run with its default parameters, meaning it does not always converge to the strict tolerances in the maximum number of iterations, but the final result is still used.
Performance criteria
The methods are evaluated by three different performance criteria. First, the methods are compared by the root mean squared error (RMSE) of all the estimated pairwise distances in the data set:
Here, d ij is the true Euclidean distance between samples i and j calculated without any missing data, and d ij is the estimate of the distance provided by each method after removing data. The square root of the ESD result is used as an estimate of the distance. The scaling factor λ is determined so that the average is calculated only over those distances which are estimates, discarding all the cases where the distance can be calculated exactly because neither sample has any missing components:
. A common application for pairwise distances is a nearest neighbour search, and thus we also consider the average (true) distance to the predicted nearest neighbour:
Here, NN(i) is the nearest neighbour of the ith sample as estimated by the method, and d i,NN(i) is the true Euclidean distance between the samples as calculated without any missing data. The criterion measures how well the method can identify samples which actually are close in the real data. In particular, it answers the question of how close the estimated neighbours in fact are, on average. The average distance to the nearest neighbour also represents how well the method is able to estimate small distances, which are more important than large ones in several machine learning applications. In order to evaluate the accuracy of each method for identifying nearest neighbours, we measure the average size of the intersection between the estimated k nearest neighbours and the true k nearest neighbours for k = 10:
where NN(i, 10) is the estimated set of the 10 nearest neighbours, and NN(i, 10) is the set of the 10 true nearest neighbours.
Procedure
Before values are removed, the data is standardised to zero mean and unit variance. This is conducted beforehand, to make the scaling consistent for each repetition of the experiment, so that the mean performances can be reasonably estimated as the averages of several randomised experiments. If the scaling for each realisation was slightly different, this would introduce unnecessary variability in the average distances and errors. In terms of the accuracy of the methods, there is no practical difference between standardising before or after the removal of data, as none of the methods assume standardised data. Instead, the ESD method estimates the means and covariances by the ECM algorithm separately for each realisation.
Values are removed from the data set independently at a fixed probably p. For each value of p, 250 repetitions are conducted for the Monte Carlo simulation, and the value of p is gradually increased from 0.01 to 0.70 in increments of 0.01.
Having 250 repetitions of the same set-up enables the use of statistical significance testing to assess the difference between the mean errors of different methods. The testing is conducted as a two-tailed paired t-test, with a significance level of α = 0.01. Comparing the performance of the best method to that of every other method results in a multiple hypothesis scenario, and thus the Bonferroni correction is used to control the error rate.
Results
The average RMSE values for each method are presented in Table 1 for four missingness levels (5%, 15%, 30%, and 60%) for each data set. The most obviously visible trend is that the accuracy decreases with an increasing proportion of missing data for all methods and data sets, as expected. However, it can be seen that in the majority of the cases, the proposed algorithm (ESD) performs the best. The difference compared to regression imputation is not always large, but it is in most cases nevertheless statistically significant. Only for the Ionosphere data are the roles notably reversed. For a high proportion of missing data (60%), ESD obtains the lowest error in every data set tested. The PDS and ICkNNI provide clearly less accurate estimates through most the experiments; only for the most low-dimensional data sets (Iris and Ecoli) with low levels of missing data is the ICkNNI accuracy on par with ESD. Table 2 shows the corresponding performances in terms of the true distance to the predicted nearest neighbour. While this measure of quality emphasises the estimation of small distances, the relative performances between the methods are nearly identical compared to Table 1 . In particular, the ESD is for most data sets able to consistently identify nearest neighbours which are, on average, closer to the query point than the other methods.
As the data sets are ordered according to dimensionality, looking at both Tables 1 and 2 , one trend seems apparent. Comparing ESD to regression imputation, it appears that for low-dimensional (d up to around 10) problems, ESD consistently tends to be more accurate, whereas for high-dimensional data the difference appears less pronounced (even if it is still statistically significant). For the lowest-dimensional data sets, ICkNNI is also competitive in terms or RMSE.
Comparing PDS to ICkNNI, it seems that for low-dimensional data, ICkNNI tends to be more accurate. However, as the dimension is increased, along with missingness levels, eventually finding compatible missingness patterns for ICkNNI becomes exceedingly improbable, and the accuracy of the method suffers greatly. The weakness of PDS can to some extent be attributed to discarding part of the data when estimating distances: any values for variables known for only one of the samples are not used. Based on these experiments, the use of PDS can not be recommended for nearly any task where the accuracy of estimating distances from data with missing values is important. ICkNNI can provide effective results, but only in cases where there are enough samples with suitable missingness patterns.
The average set intersection of the 10 nearest neighbours is presented in Table 3 . The relative accuracies between methods are mostly in line with the previous tables, but interestingly, regression imputation now appears more accurate than the ESD approach, which is the opposite of the situation Table 2 . This apparent contradiction can be resolved by recalling that for non-gaussian data, distances between samples with many missing values will tend to be overestimated by ESD and underestimated by regression imputation. The conclusion is that regression imputation is more likely to correctly identify the specific nearest neighbour -but when it is wrong, the wrong neighbours are further than with ESD (as evidenced by Table 2 ). This criterion has a subtle bias in this regard, in that it only considers distances which are known to be small in the complete data. Consequently it indirectly favours a method which would tend to report all uncertain distances as small. Figures 1-9 compare the errors for all percentages 1-70% for the various methods on all nine data sets, and the proposed algorithm consistently provides competitive performance in terms of both of the considered criteria. The ESD appears to outperform the regression imputation version in most cases, suggesting that adding the variance terms accounting for the uncertainties in the estimated distances provides notable additional value.
Conclusions
The algorithm presented in this paper enables the direct estimation of pairwise distances in a data set with missing data. Estimating the distances is useful since there are many well-known and efficient methods to do further processing of the data based only on the distance matrix. As the algorithm can accurately estimate the pairwise distances in a data set, the distance matrix can be used to apply k-NN or other methods (MDS, SVM, RBF) which rely only on the distances between samples or points, rather than considering the particular coordinates.
Given a data set with missing values, the method is based on using the EM algorithm for maximum likelihood estimation of the mean and covariance. This enables the calculation of the expected squared distance between any two samples by assuming a multivariate Gaussian distribution. The Gaussian distribution maximises the differential entropy, and thus corresponds to maximal uncertainty in the missing values. Hence, this scheme inherently accounts for the uncertainty, and has a tendency to output large distances between samples with a large proportion of missing values. This can be a desirable effect in some processing chains, as it reduces the rate of false positives when searching for nearest neighbours.
Compared to standard methods for estimating distances (PDS or imputation), the proposed algorithm provides more accurate results across the entire range of missingness of data, as evidenced by the experiments in Section 4. In all the tested cases, the algorithm is the most accurate when more than 50% of the data missing, while other methods appear to reach serious difficulties at lower missingness levels. These experiments support the conclusion that accounting for the uncertainty in imputation when estimating distances leads to a significant improvement in accuracy.
As this paper has clearly shown the efficiency of the proposed algorithm for distance estimation in the presence of missing data, future work should investigate its interest for machine learning and pattern recognition problems; these problems could include clustering, regression, classification, projection, and feature selection. Table 1 : Average RMSE of estimated pairwise distances, and standard deviations in parenthesis. The best result for each row is underlined, and any results which are not statistically significantly different (two-tailed paired t-test, α = 0.01) from the best result are bolded. 
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